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Protein ko (UM-1s71) ko (s71) Ky (uM)
PefR 041 0.014 0.033
Sperm whale myoglobin 0.51 0.019 0.037
Human hemoglobin a-chain 29 0.0046 0.00167
Human hemoglobin p-chain 7.1 0.0072 0.0010¢
Human cytoglobin 5.6 0.0030 n.d.
Human neuroglobin 50/65 0.014 0.00021
Rat heme oxygenase-1 1.3/0.31 0.0090 0.00674/0.029¢
CooA + DNA 320 0.021 0.00066
CooA —DNA 240 0.023 0.00096
RcoM-2 0.016 0.000064 0.0047
K* channel (SUR2A) 0.17 0.05 0.6

2Values were not described in reference and computed by dividing k. into kg, value.
?Values for fastest and most abundant phase in three phases were taken.
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